Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.039; wR factor = 0.094; data-to-parameter ratio = 13.3.
The crystal structure of the title dimolybdenum complex, [Mo 2 (C 12 H 9 NO)(C 7 H 7 O 2 ) 2 (CO) 4 ], has a quasi-tetrahedral Mo 2 C 2 cluster core attached to one 3-(8-quinolyloxy)propanediyl (L) and two methoxycarbonylcyclopentadienyl (Cp') ligands which are coordinated to two Mo atoms: one Mo atom bonds two terminal CO ligands while the other links one terminal and one semi-bridging CO ligand. An intramolecular C-HÁ Á ÁN hydrogen bond results in the quinolyl plane of the L ligand approaching and being nearly perpendicular to one of the Cp' rings [88.09 (12) ]. In the supramolecular structure, a one-dimensional comb-shaped infinite chain is formed approximately along the crystallographic c axis by a combination of intermolecular C-HÁ Á ÁO hydrogen bonds and locally generates a C(6) motif. Finally, pairs of inversionrelated comb-shaped chains associate into a new laddershaped infinite chain through weakstacking interactions between neighbouring quinolyl systems (pyridyl centroidcentroid distance = 3.853 Å ).
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Comment
The dimolybdenum alkyne complexes have been extensively examined (Conole et al., 1989 (Conole et al., , 1990 Adams et al., 1995 Adams et al., , 1996 due to their potential applications in catalysis and materials (Muetterties, 1980; Gibson et al., 1991; Brady & Pettit, 1980) . Moreover, such complexes can be used as precursors for constructing higher-nuclearity alkyne clusters (Sappa et al., 1983 (Sappa et al., , 1985 Raithby & Rosales, 1985) . While there is no example of using these clusters as building blocks for the construction of supramolecular assemblies. We report here a novel ladder-shaped chain sructure composed of a new dimolybdenum alkyne complex, Mo 2 Cp' 2 (µ-L)(CO) 4 [Cp' = η 5 -C 5 H 4 CO 2 CH 3 , L = 8-(2-propynyloxy)quinoline], namely µ-[3-
The crystal structure of the title complex, as shown in Fig. 1 , contains a quasi-tetrahedral Mo 2 C 2 cluster core linked to one L and two Cp' ligands which are coordinated to two Mo atoms, respectively, one Mo atom bonded two terminal CO ligands while the other attached one terminal and one semibridging CO ligand Klingler et al., 1978) .
The complex has the same basic structure in which there is a crosswise acetylene bridge typical of that found in the related dimolybdenum alkyne compounds (Bailey et al., 1978; Song et al., 1996; Zhang et al., 1999) . In the Mo 2 C 2 cluster core, the Mo-Mo and C-C bond lengths are 2.978 (5) and 1.351 (5) A°, respectively, very close to the corresponding values observed in the cluster [Mo 2 Cp' 2 (µ-C 2 H 2 )(CO) 4 ] (Song et al., 1996) . Notably, the quinolyl plane belonging to L ligand is more approachable and nearly perpendicular to one Cp' ring, with an interplane angle of 88.09 (12)°, presumedly ascribed to the formation of an intramolecular C14-H14···N1 hydrogen bond (Table 1) between the cyclopentadienyl and quinolyl groups. Such an orientation of the quinolyl plane is different from that of the phenyl ring in the crystal structure of the compound [Mo 2 Cp' 2 (µ-C 2 HPh)(CO) 4 ] (Zhang et al., 1999) .
In the supramolecular structures of the title cluster, a novel one-dimensional comb-shaped infinite chain is formed approximatively along the crystallographic c axis via a combination of intermolecular C-H···O hydrogen bonds (Table 1) , locally creating a C(6) motif (Bernstein et al., 1995) at each link. The motif arises from atoms C15-H15 in the molecule at (x, y, z), acting as a hydrogen-bond donor to atom O4 at (x -1, y, z). Pairs of the inversion-related comb-shaped chains associate into a new ladder-shaped infinite chain (Fig. 2) , in which there are weak π-π stacking between the neibouring quinolyl rings.
Experimental
All reactions and manipulations were carried out under dry argon and using standard Schlenk techniques. A solution of [Mo 2 Cp' 2 (CO) 6 ,Cp' = η 5 -C 5 H 4 CO 2 CH 3 ], prepared according to the literature method (Birdwhistell et al., 1978) , (0.400 g, 0.66 mmol) in toluene (20 ml) was refluxed for 24 h with a stream of argon bubbling slowly through it to form 
Refinement
All non-hydrogen atoms were refined with anisotropic displacement parameters. Hydrogen atoms attached to refined atoms were placed in geometrically idealized positions and refined using a riding model, with C-H = 0.93, 0.98 and 0.97?Å for aromatic, methylene and methyl H, respectively, and Uiso(H) = 1.5Ueq(C) for methyl H, and Uiso(H) = 1.2Ueq(C) for all other H atoms. . Fig. 1 . The molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level for non-H atoms. 
Figures

Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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